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Getfasta 448 A i BH 5

1. 51§
Getfasta P F3E T35 [ B Z AEYME B 4 0 (NCBIDFF A& 1) Entrez Direct
(E-utilities on the UNIX Command Line) T.E.(Kans, 2018), flt&E F#
GenBank #i#s b LR P B B, IS5 ROE VA TG B ae 4y
HTH fasta #2804
1L1wmEHB
AU NLE Linux/UNIX 383355 T8 Getfasta 24 H A w5 .
W4a o H #F fe P BRE Ex A s T B e, B S A\ S (Genbank i
EKSAR)IFAMEN, ABESITSENIBECEMN, HERKIEITER B
PIRAAE BIEE RSB fasta 1 ST
12 EHE R
GenBank 2 3% K E W AR 1E B+ 0 (National Center for
Biotechnology Information , NCBI)ZES7 #) DNA 508k, N4ttt iR
N DL SRR PP SR A5 I B R 7 31« i85 nT st NCBI & B3 R R
%40 (Entrez) XF GenBank HEAT15 19
7f Entrez #, Entrez Direct (E-direct) s&3&T Linux/UNIX #4177
itz FEE At Iz SRR T B4 GenBank sk 51a
RITHNE R, ASCFREIT W S 5 R ERUT 51 EHE .
AT H K Getfasta B ae2E T GenBank %5 71|38 X H 3k
b5 T 2 GenBank J@ #IEk s, A A TS B 225 1 fasta #%
Ao
1.3 X CLTTARIER E SOMYE 5 10 1 5 =0
® GenBank 58 515 (GenBank Accession Numbers):  £Hiff A 1
0 7 3RS I AZ IR 58 1 57 813 28 22 GenBank (4l /5, HH NCBI
e A N AN T RS aTaRe

® aclist #% X Caclist format): aclist & —Fh{# F UTF-8 Zwfi i) XA AT,
B Getfasta BB SCHAE R . O T FERME THRFEE
B GenBank iisk S IR, BRI FMIES “,” 47B&.

® ft2 k%3 (ft2 format): ft2 ;&2 —F i UTF-8 gufd it sCA Sy, 2N
T 345 fasta #& 2SCAF T A2 i R TR] S A

® fasta f%x\ (fasta format): fasta #5202 — I T AR T RNZER T
B2 K A e Forh i R B BRI USRS R R, Hon
VELE R FIRTININT 51 48 S e RS o 1288 30 RO AE WS J2 22 A0 i FH 1)
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Pt AR
® xx.aclist s 51 = A
® n G U S EEFsE
N O N T 5B
Nt 27 B35 948 e B DR X3 7 2 2
Npd TR H N FE PR X 35 7 31 £
n; ANErFe E HE R X 35 7 51 £
N SRl
® X gene Fi e 22 A [X 35 44
® Locus;., x5
® Taxon,, Y44
® X ., &5 2 A
® |, i 32 A X 387 4K
® L, 2P AN E
® s, i JE R X SBUAE 4 7 20 R R AR A s
® ¢, T 7€ IR X 3E 2 e 91 (1 2% 1A RS
® i, T E[A]

2. BAREIR
2.1 H¥x

H bt BRI Z WA ) a3 N (BEVEIEED 751, H TR
JF 5 — B LT B RGK B R RHEWTE MG BP0 1T .
2.2 ThEg

FRPEH N U5 IR SR T 20 GenBank £ds 22 o (1) 4 2 (R 41
(ERIFIVREERD IRZBRIT A, B sh A A fasta A% XS0

2.3 Mg
a B K 1 A
KA BB 7 i EAAR L, Fa N H B0 B = A S
AR,
b. B[] AR 14

ABAT N B FALIR P S P A I 18] B P S S s AT A L
PRI RE 19X 253 M1 NCBI R 55 25 i IS R 8] PR HRRE o AR A 5ot i N 5080
o 1 B8 0 A BN ] s S PR L IR P AR RIS AT A
PBUPERE g o AERBAT A UL BB BBy, anfe B B = 2= il 55 4 52 1



10

15

20

25

30

GenBank f#ZIRF5 F#4s V1.0
3

CSE5 RS ecs.t5-lciml.small<db 5 X 3k>),  #r AN SCPF i B[R] <1s,
FER RS 2t [R]<20s/%%,  fasta A% 20444 B[R] <20s.
c.oRIE M (AT, BT R85 75 O L A o I 3 A & M RE T . )

3. BT
3.1 W
A
CPU: E4i >2.5GHz (x86 Z2#4))
NAF: >1GB (DDR4)
A REdEE A E
2% 5. > 5Mbps (I&1H)
3.2 SCHF AT
EERSE: Linux (CentOS 7/8) / UNIX
Windows (f#F Cygwin #3138 )
SR A Perl' (JRAS>=v5.30.1)
(2236 DL iR
warnings; File::Spec; lib; 10::Socket::SSL; Data::Dumper;
Encode; Getopt::Long; HTML.::Entities; JSON::PP;
LWP::Simple; LWP::UserAgent; LWP::Protocol::https;
MIME::Base64; Net::FTP; Net::hostent; POSIX;
Time::HiRes; URI::Escape; XML.::Simple)
Enterz Direct’ (fiA5>=v13.5)

4. U
4.1 ZEFYIEAL
(1) Linux %% (CentOS 7/8)
PAT LU BIAS B 346 58 ik Getfasta T SZ R 22 2%
wget
https://ifigure.oss-cn-beijing.aliyuncs.com/SHEL L/Getfasta/setup_shel
I/Getfasta_setup.CentOS.sh
chmod +x Getfasta_setup.CentOS.sh
. Getfasta_setup.CentOS.sh
(2) Windows (fi ] Cygwin #3038

! Pperl: https://www.perl.org/
2 Entrez Direct: E-utilities on the UNIX Command Line: https://www.ncbi.nlm.nih.gov/books/NBK179288/
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a) %% Cygwin a8 (P 1)

b) AT LA IIA B 346 5 i Getfasta F SRR AR 1) 22 46 -

wget
https://ifigure.oss-cn-beijing.aliyuncs.com/SHEL L/Getfasta/setup_shel
I/Getfasta_setup.Cygwin.sh

chmod +x Getfasta_setup.Cygwin.sh

. Getfasta_setup.Cygwin.sh

4.2 N
Getfasta H% N\ B N T 87 7 1) GenBank k5 %13 . 1| F 2ifH
F aclist #% = SCAEA7 A

4.3 it e
Getfasta f)% H B0 A1 35> ft2. * fasta A1*.log(A] k) 3L 3 3044
ft2 SOt ft2 ST T Bk fasta % 3 SO T AR Rl R TE] ST
o ZCEATAE TR GenBank R SRR BIRNZT ARG B, A
FAS . AR Y4, Pikhiists (Taxon ID). 5 E JE A X I
RO A FEE IR X IR & 1A A FRE R A FREE
fasta 1 AR B H A\ 1) GenBank S35 5113 H 342 5 fasta 4% X3
e
log 0. 418 tee B a2, log A% T Getfasta s 4TI AT
AR RN E R
4.4 HEEAKE
H4EE B 1. “The accession number is invalid or download failure.”.
TR HH PR S H RN R, Getfasta Joik T #8503 -
Fit: (1) f AR5 215 1B,
(2) KT T 8 5 EALGHT aclist SC2F, FIRIZAT
Getfasta H 2 TFHKL). HZ IR TEKRM, HH A EMNSZES
7368
HARE R 2: “IRRFECARINGR, F2F o7,
e HP RN SEEEE AR aclist XA 3=
Fiifi: 4% Crtl+C A8t B HAR Ty, JHM A BN -f S 8E0NE
A1) aclist #2304
HEHE B 3 “IRRFHOUIRAS, RN,
HE: BFBsITRE
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FE Mt 4% Crtl+C 2 &8s i 8 H F2 7 55 H1) 2 5 Shell & HEES .
4.5 RBIEH

FEAS FH A A AE AT B 1) B BLEE P R I bug, 3 E T H IR A
(zhanyj@cnu.edu.cn) S5{EHELR.

5. 4T Ui B

5.11B1T%R

Getfasta <-f xx.aclist > [-g “X gene” ] [-t TAXON/TID] [| tee xx.log]

SRR

-f xx.aclist : UK S HNR A4 Kigie CLIETD.

-g " Xgene": FEE TEGER XTI AR (ATIETD

-t TAXON/TID: 5 7€ 4 ik fasta U HRESR 7 21 T HIARAE RIS CRTAE T o
LS, ARV T EF A4 (TAXON) s &
it%5 (Taxon ID, TID) A fasta 3 A HIFPHIbR%E . dndn-&4TH 8-t
Z4Y, Getfasta BRI\ A& T 87 FI YR S1E ) fasta SCHFHH I
HR%

| tee xx.log: {RAF H E XM EE i“ﬁ/\
tee 4 Linux/Unix BN 4, @I EERER 7" SFREEHEITH
[ e n B IFRAEAE LA log AP 44 1 H &S

5.2 B R iE BT
(0 HIgEk
EaREHMER, WlsiTrSH.
GetFasta V1.0 @®
The program is designed for retrieving DNA sequences data from GenBank
2@ automatically.

Author: Yongjia Zhan ®
E-mail:  zhanyj@cnu.edu.cn
@
Parameters:
-f  [path]/[filename].aclist --input the accession list file(Required). &
-g [gene region] -- input the name of specific gene region in GenBank.

-t Select the label type of fasta file TAXON/TID.
The default label type of fasta file is Accession number if the arg '-t'
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IS
undefined.
Press Crtl+C to exit the program. ®
TERE:

@ (4 Ak s)1 @ [Hhfgfain] @ [EHEEX]T @ [E-mail]
® (B8] © LT 7L Tk]

(1 B A
TR AT Z BB R HEA NS E, kiR ik X
WA TR E 52 X fasta SCHE 7 FIbRZE AL,
STEP1: Confirming parameters:
Accession number list: xx.aclist (Total: n accession numbers)
Gene region: X gene
The label type of fasta file:

(2) g RmE
Rt 2 H H SN R A 7 SR R, A7 A8 7 5 BT g SR 4 2R
.
STEP2: Checking for previous results...
No previous results. / The previous results will be override.

(3) THFIUER
(a) THEHZEF5.

Getfasta -f xx.aclist

B2k 5 N BRI E Bt os i M E S

<FFIFIEE> <liskT> <R RR> >>> R FA i RA
BN 2 A B R PP 81 (<4 e A1 BE ) e F1 A 3 <> 2R Rl (< 22 P 91
KRE>) [ sk SE R EC N BRI (<R ERIN [A]>).



10

15

20

25

30

35

GenBank #RFH| T#ds V1.0
7

STEP3: Getting sequences based on the list of accession number. Please
waiting:

Warning: The current setting did not specified any gene region.

1/ n Locus;. Taxon; >>> The sequence seems to a complete genome or containing
multiple genes (L, bp) / The sequence only contains complete/partial cds of X gene
(L. bp) / The accession number is invalid or download failure. (Time: t; s).

2/ n Locus,. Taxon, >>> The sequence seems to a complete genome or containing
multiple genes (L, bp) / The sequence only contains complete/partial cds of X gene
(L, bp) / The accession number is invalid or download failure. (Time: t, s).
n/nLocus,. Taxon, >>> The sequence seems to a complete genome or
containing multiple genes (L, bp) / The sequence only contains complete/partial cds
of X gene (L, bp) / The accession number is invalid or download failure. (Time: t,

(b) T#ifaEZEREXBKF5.

Getfasta -f xx.aclist -g “X gene”

B ST B G RS M E R

<FFSIFFAEED <S> <R AR> >>> e r i s X &
Bl(<&FHHKEE>) R Faa s X HEE <X BRETFIKE>(<2FK
fE>): <AL R>, <ZIRAL RS> P S X HEE], ZHE T E 10k
ST RRE T BRI (< # A)>).
STEP3: Getting sequences based on the list of accession number. Please
waiting:
1/ n Locus;. Taxon; >>> The sequence only contains complete/partial cds of X
gene (L, bp) / The partial sequence contains X gene. X gene length: |, bp (L, bp),
Start: s;, Stop: e:/ The sequence does not contain the sequence of X gene. Ignored
/ The accession number is invalid or download failure. (Time: t; S).
2/ n Locus,. Taxon, >>> The sequence only contains complete/partial cds of X
gene (L, bp) / The partial sequence contains X gene. X gene length: |, bp (L, bp),
Start: s,, Stop: e,/ The sequence does not contain the sequence of X gene. Ignored!
/ The accession number is invalid or download failure. (Time: t; s).

n/ n Locus,. Taxon, >>> The sequence only contains complete/partial cds of X
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gene (L, bp) / The partial sequence contains X gene. X gene length: |, bp (L, bp),
Start: s,,, Stop: e,/ The sequence does not contain the sequence of X gene. Ignored!
/ The accession number is invalid or download failure. (Time: t, s).

4, ERICE
4.1 TEHERFF

Getfasta -f xx.aclist
SUMMARY #0036 721 T 30 ah RyC A0 fasta SO BOIRESHE 7R

SUMMARY:

Getting ny sequences in file: xx.aclist.ft2, including: ©)

Downloaded failure sequences: ny @)
Congratulations! ©)
The fasta file generated! Getting ny sequences totally.
VERVESE

O [ETENFIEE ng] @ UTFERMEIFFIE nd @ [fasta AT
REHR]
n=ng+n
4.2 TEFEEERNXBEF
fir417T: Getfasta -f xx.aclist -g “X gene”
SUMMARY #7045 7 51 T 3048 RIS fasta SO AE BUIRAESHE7R o

SUMMARY:

Getting nq sequences in file: xx.aclist.ft2, including: ©)
the sequences only contain complete/partial cds of X gene: Ntq
the partial sequences contain X gene: Nod

Ignoring other gene sequence: n; @

Downloaded failure sequences: N¢ ©)

Congratulations! @
The fasta file generated! Getting ny sequences totally.
R

O [ETHMFIEE ngd G atFo3 048 E £ X e 51 £
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Nig AT 0. A 73 2 91 D 3 2 i DR X8 2 108 np ) @ KA 206 ) Al AS
B e B XA PR A i @ DT8R 515 ni] @ [fasta 3¢
(GRS |

N=Ng+Ni+Nt 35 Ng=Nsg+ Npgs

9. H P #ERIE2EH
9.1 7~
T # GenBank AU 3% H) 2019- #7 AL ik iR 5 B ( COVID-19 or
SARS-COV-2) a).4=3:K4 5%, b) S FHFFIAT c). 2019-5 74 w1k 95 2
A HAh 47 Ff beta ARG TE (Betacoronavirus) 43EKI41LF%1(Wu et al.,
2020).
(1) WH5E H -
a) XT 2019-387 BY bR 75 1 A JE DR 4H e 91 AT IR — BUME U
b) X 2019-3r REARIHEE I S H PR FE FUBEAT 707 o 122 B K] 4 LD i B 62
BB S HH. i H BAT MR I R 5 R IRGE R B 40 R ) ACE2
T E AR RIS, OREEEE N N ARG
¢) 2019-Hr AR FE I 0 T RGK B 70t
(2) AT
a) Getfasta —f 2019nCoV.aclist | tee 2019nCoV.log
b)  Getfasta —-f COVID-19.aclist —.g “S” | tee COVID-19.log
C) Getfasta —f betaCoV.aclist -t TAXON | tee betaCoV.log
(3) BITHRRE R
GetFasta V1.0
The program is designed for retrieving DNA sequences data from
GenBank automatically.
Author:Yongjia Zhan
E-mail: zhanyj@cnu.edu.cn
Parameters:
-f [path]<filename>.aclist --input the accession list file or
path(Required).
-g [gene region] -- input the name of specific gene region in
GenBank.
-t Select the alternative label type of fasta file: TAXON/TID.
The default label type of fasta file is the accession number if the
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arg '-t' is undefined.
Press Crtl+C to exit the program.

STEP1: Confirming parameters:

Accession number list: 2019nCoV.aclist (Total: 26 accession
numbers)(Time:0s)

Gene region: gene

The alternative label type of fasta file:

STEP2: Checking for previous results...

No previous results.
STEP3: Getting Sequences based on the list of accession number. Please
waiting:

Warning: The current setting did not specified any gene region.

1/26 MN908947. Severe acute respiratory syndrome coronavirus 2 >>>
The sequence seems to a complete genome or containing multiple
genes(29903 bp)(Time:17s).

2/26 MIN938384. Severe acute respiratory syndrome coronavirus 2 >>>
The sequence seems to a complete genome or containing multiple
genes(29838 bp)(Time:5s).

26/26 MT020881. Severe acute respiratory syndrome coronavirus 2 >>>
The sequence seems to a complete genome or containing multiple
genes(29882 bp)(Time:9s).

SUMMARY:
Getting 26 sequences in file: 2019nCoV.aclist.ft2, including:
Downloaded failure sequences: 0
Congratulations!
The fasta file generated (Time: 9s)! Getting 26 sequences totally.
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STEP1: Confirming parameters:

Accession number list: COVID-19.aclist (Total: 44 accession
numbers)(Time:0s)

Gene region: S gene

The alternative label type of fasta file:

STEP2: Checking for previous results...

No previous results.
STEP3: Getting Sequences based on the list of accession number. Please
waiting:

1/44 MIN908947. Severe acute respiratory syndrome coronavirus 2 >>>
The partial sequence contains S gene. S gene length:3822bp(29903bp),
Start:21563, Stop:25384(Time:42s).

2/44 MIN970003. The sequence does not contain the sequence of S gene.
Ignored(Time:11s)!

15/44 MN975266. Severe acute respiratory syndrome coronavirus 2 >>>
The sequence only contains complete/partial cds of S gene(107 bp)(Time:4s).

44/44 MT020881. Severe acute respiratory syndrome coronavirus 2 >>>
The partial sequence contains S gene. S gene length:3822bp(29882bp),
Start:21563, Stop:25384(Time:15s).

SUMMARY:
Getting 31 sequences in file: COVID-19.aclist.ft2, including:
the sequences only contain complete/partial cds of S gene : 7
the partial sequences contain S gene: 24
Ignoring other gene sequences: 13
Downloaded failure sequences: 0
Congratulations!
The fasta file generated (Time: 15s)! Getting 31 sequences totally.
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STEP1: Confirming parameters:

Accession number list: betaCoV.aclist (Total: 48 accession
numbers)(Time:0s)

Gene region: gene

The alternative label type of fasta file:

STEP2: Checking for previous results...

No previous results.
STEP3: Getting Sequences based on the list of accession number. Please
waiting:

Warning: The current setting did not specified any gene region.

1/48 AF029248. Murine hepatitis virus >>> The sequence seems to a

complete genome or containing multiple genes(31357 bp)(Time:8s).

13/48 MN908947. Severe acute respiratory syndrome coronavirus 2 >>>
The sequence seems to a complete genome or containing multiple
genes(29903 bp)(Time:17s).

47/48 KJ473816. BtRs-BetaCoV/YN2013 >>> The sequence seems to a
complete genome or containing multiple genes(29142 bp)(Time:11s).

48/48 KY417145. Bat SARS-like coronavirus >>> The sequence seems
to a complete genome or containing multiple genes(29710 bp)(Time:7s).

SUMMARY:
Getting 47 sequences in file: betaCoV.aclist.ft2, including:
Downloaded failure sequences: 1
Congratulations!
The fasta file generated(Time:7s)! Getting 47 sequences totally.
(4) G5
a) RTINS (2019nCoV.aclist), HIh T 2019-47 B k% &
EXREHATFI 26 5%, RMWTE 0 5%, AL fasta #% 2 SCAF
(2019nCoV.aclist.fasta)
b) TS FE (COVID-19.aclist), KIh FE 2019-37 7 IR
B S HE[A 31 5% (Hrh: 7 (5PN S R KBTS B, 24 25771
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KBRS S ZED, ANE S ERFA 13 %, KRMTH 0 %, mA&4E
R fasta #& 2 3CfF (COVID-19.aclist.fasta)

c) HET W54 (betaCoV.aclist), I F#; beta wlRIFEEEE 47
AR AR T A (e 1 R0 2019-8 BRI 85 ), R R 45 4 iR
KRR 1 %, ARk fasta #% X0 (betaCoVaclist.fasta) FF LU
IR 4215 fasta SCIEFRR R R B RR 2

ZH5R

Kans, J. (2018). Entrez Direct: E-utilities on the UNIX Command Line. [Updated 2018 Jul 30]. In: Entrez
Programming Utilities Help. Retrieved from https://www.ncbi.nlm.nih.gov/books/NBK179288/

Wu, F.,, Zhao, S., Yu, B., Chen, Y.-M., Wang, W., Song, Z.-G., . . . Zhang, Y.-Z. (2020). A new coronavirus
associated with human respiratory disease in China. Nature. doi:10.1038/s41586-020-2008-3
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Bt 1 Cygwin #54DL 85 2224 15 W
1. TEIFRshZER
http://www.cygwin.com/setup-x86_64.exe
or
https://ifigure.oss-cn-beijing.aliyuncs.com/SHEL L /Getfasta/cygwin_setup-x86_64.exe

Cygwin

Get that Linuy feeling - on Windows

Cygrwin/x
Carmmunity
Reparting P . .
w2l This is the home of the Cygwin project
Hewsgraups
IR channels. What...
Gold Stars
Mirrar Sites Ll i st it?
Danation:
Cygwin is: Cygwin is not:
= alarge collection of GMU and Open Source tools which provide = away to run native Linux apps on Windows. You must rebuild your
functionality similar to a Linux distribution on Windows. application from source if you want it to run on Windows.
* a DIL {cygwini.dil) which provides substantial POSIX AP functionality. * away to magically make native Windows apps aware of UNIXE

functionality like signals, ptys, etc, Again, you need to build your apps
from source if you want to tzke advantage of Cygwin functionality.

The Cygwin DLL currently works with all recent, commerdally released x86_64 versions of Windows, starting with Windows Vista. For more
information see the FAQ.

Cygwin version

The most recent version of the Cygwin DLL is 3.1.4.
Installing Cygwin
Install Cygwin by running setup-x86_64.exe

Use the setup program to perform a fresh install or to update an existing installation,

ibution are updated sep Iy from the DLL so the Cygwin DLL version is not useful as a general

Keep in mind that individual packages in the di
Cygwin distribution release number.

2. 1%FE “Install from Internet” Fi=

& Cygwin Setup — O X
Cygwin Net Release Setup Program

This setup program is used for the initial installation of the
Cygwin environment as well as all subsequent updates. Make
sure to remember where you saved it.

The pages that follow will guide you through the installation.
Please note that Cygwin consists of a lange number of
packages spanning a wide varety of purposes. We anly
install a base set of packages by default. You can always run
this program at any time in the future to add, remove, or
upgrade packages as necessarny.

Setup version 2.901 (64 bit)
Copyright 2000-2020
https:/cygwin .com/

= E—25(B) | F—2E(N) = BliE
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E Cygwin Setup - Choose Installation Type -

Choose A Download Source

Choose whether to install or download from the intemet, or install from files in
a local directory.

@ Install from Intemet
(downloaded files will be kept for future re-use)

(O Download Without Installing

(O Install from Local Directory

<k—2®) | FHN > |

3. fRERE T AR AT
E Cygwin Setup - Choose Installation Directory =

Select Root Install Directory
Select the directory where you want to install Cygwin. Also choose a few
installation parameters.

w0

Root Directory

Install For
(®) All Users (RECOMMENDED)
Cyawin will be available to all users of the system.

(O Just Me

Installer information are only available to the cument user. Only select this if you lack
Administrator privileges or if you have specific needs.

lC:\cygwinSd ‘ | Bmwse.“_|

Cygwin will still be available to all users, but Desktop lcons, Cyawin Menu Entries, and important

5@ [T -
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4. fRERE BRI AT

E Cygwin Setup - Select Local Package Directory

Select Local Package Directory

Select a directory where you want Setup to store the installation files it
downloads. The directory will be created if it does not already exist.

Local Package Directory

C:\Users\zhanyongjia\Downloads

<2 | TN -

5. &% Internet kA

E Cygwin Setup - Select Connection Type

Select Your Intemet Connection
Setup needs to know how you want it to connect to the intemet. Choose
the appropriate settings below.

B

(®) Use System Proxy Settings
(O Direct Connection
(O) Use HTTP/FTP Proxy:

Proxy Host

Port 80

< F—#@) | T—#mN) -

i ___J
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6. LI LRIFHAL
(HEFF(H R E M5, 40 http://mirrors.sohu.com/cygwin/)

E Cygwin Setup - Choose Download Site(s) - O X
Choose A Download Site
Choose a stte from this list, or add your own sites to the list g

Available Download Sites:

hitp://cygwin mimor.constant.com A
http://cyagwin.mirrors hoobly.com
http://mimors metapeer.com

http://mirrors sohu.com

http://mimor team-cymru.com

ftp://mimrors xmission.com

http://mimors xmission.com

http://miror.clarkson.edu

http://mimor.cs vt .edu

http://mimor koddos net

http://mimorhk koddos .net

ftp://mimors netix.net

http://mimors netix.net v

T I S e T Gy [pe——

User URL: : Add

(2@ | TN | | o

5 7. ZIFEF A wget 1 perl
(“View” 4bik+ “Category”, “Search” #i N\ “wget” / “perl”, Z¢HEpH
Ik FE “keep”, ¥4 “package” FIFRHIAHICAEF AL “Install”)

E
Seloct Packages -
et packages ormal .
View  Caiegory | Search|w | G Sikew Cibem Ofne [OTem
[ Package Cumert [ PR e— Soe Descripton |
EL Delst |
H Dot 1) sl -
& Ped 1 sl = |
B ks ratal =
& Wb 1) atad |

] thde cleclete packages

< t=#8) | T2 > Lo ]
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8. fEATRE P R AR

E Cygwin Setup - Resolving Dependencies - O X
Resolving Dependencies
The following problems occured trying to satisfy dependencies. >

Problem 1/7 A
package ruby-atk-3.2.9-1 obsoletes ruby-atk-debuginfo provided by ruby-
Solution 1/2

- do not ask to install ruby-atk-debuginfo-3.2.9-1
Solution 2/2 (default)

- do not ask to install ruby-atk-3.2.9-1
Problem 2/7

package ruby-gdk3-3.2.9-1 obsoletes ruby-gdk3-debuginfo provided by r
Solution 1/2
- do not ask to install ruby-gdk3-debuginfo-3.2.9-1

Solution 2/2 (default) v
L 4 >
Accept default problem solutions
< F—#(B) TF—2(N) > B

9. BN E

c

Seloct Packages

Select piackages 10 el bz
Vew [Caegay ¢ Seach e | Cear @keep OBt OSnc [en
| Package Carert Nrw <7 Catepoies Ste Desrpton |
1] Defat -]

B Database 1] rutal -

] Debig (5 [ -

B Dovel 2 sl -|

B Graghes @) sl |

B irtamentens (%) el |

Hiea@ sl |

B Math (1) T -|

BN 15 sl -

BPen [ «|

B Pthon O sl -

2 Somce () st -

B Tet @) el -

B e (1) sl -|

<
[ i cbsiete packages

= b8 || F—EN) = Lo
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E Cygwin Setup - Review and confirm changes - 0 X
D
Uninstall libgmp10 6.2.0-1 (automatically added) ~

Uninstall perl-Date Time 1.51-2 (automatically added)

Uninstall perl-Date Time-Format-Strptime 1.76-2 (automatically added)
Uninstall per-HT TP-Message £.18-2 (autcmatically added)

Uninstall perl-List-AllUtils 0.15-2 (automatically added)

Uninstall perl-Test-Deep 1.128-2 (automatically added)

Install 2048-cli 0.9.1-1

Install 2048-cli-debuginfo 0.9.1-1

Install 2048-qt 0.1.6-1

Install 2048-qt-debuginfo 0.1.6-1

Install 4ti2-debuginfo 1.6.7-2

Install AtomicParsley 0.9.6-1 v

<5 | THN- | | mE

10. JoBh ekt i

E 0% - Cygwin Setup — O X
9 S
This page displays the progress of the download or installation.
Downloading...

GeolP-database-20180505-1 tar xz from hitp://mimors.sochu.co...
6 % (1548k/25193) 521.5kB/s

Pogess: |

Total:

Disk | —

<b—#@)  T—HN - | B
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11. 35 58 1%
Cc

Create Icons
Tell setup if you want it to create a few icons for convenient access to the s
Cygwin environment.

[]Create icon on Desktop

[C]Add icon to Stat Menu

Installation Status
Installation incomplete. Check C:\cyawin64\war\log\setup log full for details

< +—25(B) FEAk BliE

12. ¥TJF Cygwin, %\ “wget” A1 “perl -v”, HHAFER 22355 i Th

i FORED. ..

H wget --help" s

IThis is perl 5, version 30, subversion 1 (v5.30.1) built for x86_64-cygwin-threa
ds-multi )
(with 7 registered patches, see perl -v for more detail)

Copyright 1987-2019, Larry wall

Per]1 may be copied only under the terms of either the Artistic License or the
GNU General Public License, which may be found in the Perl 5 source kit.

Complete documentation for Perl, including FAQ lists, should be found on
this system using "man perl" or "perldoc perl". If you have access to the
Internet, point your browser at http ww.perl.org/, the Perl Home Page.




